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Conclusions

 In HBV Infected HepG2-NTCP and Patient 1 {HBeAg(+) and high HBSAg
expression}, CirB-RNA was mainly detected in VLPs.

_____

{0 Extracellular vesicle (EVs)
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@ Virion-Like Particles (VLPS)
@ Naked Capsids (NCs)
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* |n patients 2 and 3 {HBeAd(-) and low HBsAg expression}, cirB-RNA was mainly
detected in the EVs.

* CirB-RNAs are mostly composed by pgRNA (3.5kb RNA), spliced pgRNA and HBXx
RNAs of various sizes.
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